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[ Abstract] Objective To explore the correlation between blood glucose fluctuation and level of ex-
tracellular matrix metalloproteinase inducer (CD147) and matrix metalloproteinase 9 (MMP-9) , and ana-
lyze the influencing factors of blood glucose fluctuation. Methods A total of 172 patients with type 2 diabe-
tes admitted to Haikou People’s Hospital from June 2019 to June 2020 were included. They were divided in-
to normal blood glucose fluctuation group (n=88) and abnormal blood glucose fluctuation group (n=284)
according to the average blood glucose fluctuation range (MAGE). General clinical data were recorded, and
biochemical indexes and CD147, MMP-9 levels were measured, and the influencing factors of blood glucose
fluctuation in type 2 diabetes patients were analyzed by logistic regression. Results Compared with the nor-
mal blood glucose fluctuation group, the body mass index (BMI), waist circumference, smoking proportion
and homeostasis model insulin resistance index (HOMA-IR) of patients with abnormal blood glucose fluctua-
tion group were higher, and the levels of fasting blood glucose (FBG) and glycosylated hemoglobin ( HbAlc)
were also higher (P<0.05). Compared with the normal blood glucose fluctuation group, the CD147 and
MMP-9 levels in the abnormal blood glucose fluctuation group were significantly higher (P<0.001). The level
of CD147 and MMP-9 were positively correlated with standard deviation of blood glucose (SDBG), mean
blood glucose level (MBG), MAGE, mean absolute difference of blood glucose during the day (MODD),
mean postprandial blood glucose fluctuation range ( MPPGE) and maximum blood glucose fluctuation range

(LAGE) (P<0.05). The course of disease, HbAlc, CD147 and MMP-9 level were independent risk fac-
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tors of blood glucose fluctuation in type 2 diabetes patients ( P<0.05). Conclusion The fluctuation of blood

sugar in patients with type 2 diabetes mellitus is closely related to CD147 and MMP-9, which may become a

new index to evaluate the fluctuation of blood sugar in patients with type 2 diabetes mellitus.
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