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[ Abstract] Objective To investigate the relationship between interleukin-16 (IL-16) gene poly-
morphism and susceptibility to gestational diabetes mellitus (GDM ), and to analyze its influence on preg-
nancy outcome. Methods A total of 125 patients with GDM admitted to Hainan Women and Children Med-
ical Center from January 2018 to January 2020 were continuously selected as the GDM group. In addition,
125 healthy pregnant women in the same period, the same age, and the same gestational age were selected
according to the 1 : 1 matching principle as the control group. The baseline data, IL-16 gene polymorphism,
and serum IL-16 levels were compared between the two groups. The results of fasting plasma glucose ( FPG)
and homeostasis model assessment-insulin resistance (HOMA-IR) , and oral glucose tolerance test (OGTT)
were compared in GDM patients with different IL-16 genotypes. The logistic regression equation was used to
analyze the related factors of GDM, and the pregnancy outcomes of patients with different genotypes of GDM
were compared. Results The proportion of family history of diabetes in the GDM group (15.20% ) was
higher than that in the control group (4.00% ) (all P <0.05). The proportion of GG genotype (12.00% ),
proportion of allele G (33.60% ) at the rs11556218 locus of IL-16 gene in GDM group were higher than
those of control group (1.60% , 21.20% ), all P <0.05. The FPG, HOMA-IR, OGTT 0, 1, 2 h blood
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glucose levels and serum IL-16 levels of GDM patients with GG genotype at rs11556218 locus of IL-16 gene

were higher than those of TT and TG patients (all P <0.05). With a family history of diabetes, elevated se-

rum IL-16 levels, and genotype GG at rs11556218 of the 1L-16 gene all significantly increased the risk of

GDM (P <0.05). The GG genotype at the rs11556218 locus increases the incidence of adverse pregnancy

outcomes in patients with GDM. Conclusion The genetic polymorphism of IL-16 gene rs11556218 is signif-

icantly related to the susceptibility to GDM, and its GG genotype can significantly increase the incidence of

adverse pregnancy outcomes.
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