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(HZE] BH BIHATFARIR A (Hashimoto's thyroiditis, HT) FUR IR TN EIE % 4 (HT &
FAL I PR AR IR D REDRIE (SCH ) 2H LA K %f B8 ZH 41 308 A 3 /N RN As ( microRNAs, miRNAs ) , $3 HT 5
R AR AR ZS T AU miRNAZE 5 83k 18 MHAHR A Y22 DiRE. ik BRI HT HUAR IR RE IE
WH HT G SCH 88 R AR I8 H 25 3 A, SN I 2K SN #E 4T miRNA 5 38 1 00 )%, 48114y
BT 3 4 1H] 22 57 A miRNA I AT HEHE R B PRI AS (R D) B8 (GO ) Bt #RHE K 5 L PR 4 7 k4 F5 il
% (KEGG pathway) /347, &R 133 75 %22 73R iXmiRNA (log, FC >1 H Q-value <0.001) , 44 #54%
Y )5 $15% hsa-miR-324-3p  hsa-miR-370-3p , hsa-miR423-5p . hsa-miR-532-3p 4§ 10 %% .L>miRNA, GO
S PTR B, 22 S miRNA WSS 2 5 S A R ARy RS R A AR R, LR 2 A
FETEME BRI IE RS T I RR . KEGGA 75 21 (1) 38 i = 22 B R AR 1T (cAMP) {5 558 I L A
HF A K N T2 (human epidermal growth factor receptor, ErbB) {5518 i . 541555 [H -1 ( hypoxia
inducible factor-1,HIF-1) {55 K5, 4518 HT B35 MK SMB AR miRNA S fl e A AEAE 25 57 3Rk, I
FEHVIR R T 8 1E % 55 SCH P FpOR [\ AR 38 b L 7 7E 25 57 R 38, hsa-miR-324-3p | hsa-miR-370-3p
hsa-miR<423-5p}% hsa-miR-532-3p ZemiRNAA] i it cAMP . ErbB J HIF-1 % {3 53 K 7 HT 5 8 i Jie
TR FE—EEN .
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[ Abstract] Objective To detect the exosomal miRNA in the cases of Hashimoto's thyroiditis ( HT)
with euthyroidism, HT combined with subclinical hypothyroidism and healthy control, and to explore the dif-
ferential expression profiles of miRNA in different thyroid states in the course of HT and their corresponding
biological functions. Methods Three cases of HT with euthyroidism, 3 cases of HT with subclinical hypot-
hyroidism and 3 cases of healthy volunteers were enrolled in this study. The miRNA were extracted from pe-
ripheral plasma of these 9 samples, then high-throughout miRNA sequencing technology was performed for
screening differential expression profiles, which followed by target gene prediction, Gene ontology ( GO)
enrichment and Kyoto Encyclopedia of Genes and Genomes pathway ( KEGG pathway) analysis. Results A
total of 75 differentially expressed miRNAs were found (log, FC > 1 and Q-value <0.001), and 10 core
miRNAs were obtained through data mining, including hsa-miR-324-3p, hsa-miR-370-3p, hsa-miR-423-5p,
hsa-miR-532-3p, etc. The results of GO enrichment analysis showed that these differential miRNA targeted

genes mainly participated in a variety of biological processes such as cellular process, biological regulation
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and metabolic processes. Besides, they were involved in binding, catalytic activity, transcription regulation

activity and other molecular functions. cAMP signaling pathway, ErbB signaling pathway and HIF-1 signa-

ling pathway were the main pathways obtained by enrichment analysis of KEGG pathway. Conclusion

There are differential expression profiles of exosomal miRNA in HT patients, and also in the two different

states of normal thyroid function and subclinical hypothyroidism. MiRNAs such as hsa-miR-324-3p, hsa-

miR-370-3p, hsa-miR423-5p and hsa-miR-532-3p may play an important role in the progression of HT

through ¢cAMP signaling pathway , ErtbB signaling pathwa and HIF-1 signaling pathway.
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