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[ Abstract] CircularRNA (circRNA) is a new type of long non-coding RNA(ncRNA) with covalent
closed-loop characteristics, which is not Affected by RNA exonuclease and is more stable than linear RNA.
Studies have shown that circRNA plays an important role in regulating the physiological and pathological
processes of cells, such as the sponge effect of miRNA, regulating gene splicing and transcription, acting as
an autophagy regulator and the interaction between RNA binding proteins, and translating proteins. Papillary
thyroid carcinoma (PTC) is the most common thyroid malignant tumor type, accounting for more than 90%
of all thyroid malignant tumor cases. Most PTC patients have a good prognosis, but some patients have a high
recurrence rate and a poor prognosis. In recent years, more and more studies have found that circRNA plays
an important role in the occurrence and development of PTC, indicating the function of circRNA as a biomar-
ker and its therapeutic significance in this disease.
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