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[ Abstract] At present, pathogenesis of the type 2 diabetes mellitus (T2DM) and its complications
remain unclear. In recent years, some reports indicate that epigenetics may play an essential role in the oc-
currence and development of T2DM and its complications, and mRNA N6-methyladenosine (m6A) is one of
the most common and abundant modifications of RNA molecules in eukaryotes. Exploring the relationship be-
tween the methylation of m6A and T2DM and its complications can provide more possibilities for the diagno-
sis and treatment of the disease. It may be beneficial for the treatment to selectively regulate the modification
of m6A by some specific inhibitors of methyltransferase and demethylase.
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