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[ Abstract] Metabolic syndrome ( MS) is a clinical syndrome characterized by obesity, abnormal lipid
metabolism, abnormal glucose metabolism, and hypertension. In recent years, with the continuous improve-
ment of living standards and the continuous changes in lifestyle, the risk of developing into MS is gradually
increasing. Therefore, the prevention and treatment of MS is one of the important topics today. Gut microbes
is a huge microbiome, which maintains the important physiological function of the body. Gut microbial disor-
ders are not only related to gastrointestinal dysfunction, but also to the metabolic disorders of the body. Fecal
microbiota transplant (FMT) can be used to regulate the balance of gut microbes and is currently used to
treat MS. However, nowadays, the process of FMT, the mechanism that gut microbiota lead to MS and the
research on the treatment for MS with FMT are relative immature in China. Therefore, the relevant research
about FMT should be further excavated and organized.
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