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[ Abstract] Objective To analyze the correlation between vitamin D receptor gene polymorphism
and bone mineral density in Asian postmenopausal women. Methods PubMed, EMBASE, Web of Sci-
ence, CNKI and other databases were searched until December 2020, to find researches that met the inclu-
sion criteria. The method reported by Clark et al. was used to evaluate the quality of the included litera-
tures, and RevMan 5. 3 software was used for statistical analysis. Results Finally, 15 studies were includ-
ed, including 3 881 subjects. All were Asian postmenopausal women. Meta-analysis showed that vitamin D
receptor Apal, Fokl, Taql gene polymorphisms were associated with lumbar spine bone density. BMD of aa
genotype was higher than that of AA genotype in Apal, BMD of FF genotype was higher than that of ff geno-
type in Fokl, and BMD of Tt genotype was higher than that of TT genotype in Tagl. Vitamin D receptor Apal
and Fokl gene polymorphisms were related to femoral neck bone mineral density. the AA genotype had high-
er BMD than the Aa genotype in Apal, and the FF genotype had higher BMD than the ff genotype in Fokl.
Conclusion The Apal and Fokl gene polymorphisms of vitamin D receptor are not only related to the bone
mineral density of the lumbar spine, but also to the bone mineral density of the femoral neck, and the vita-
min D receptor Tagl gene polymorphism is related to the bone density of the lumbar spine.
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FT1 PAYEAE D ZIRN A Apal Bsml Fokl  Taql 58 % BN SCHER 5T B A REE
ELUNTIE R P S ke I R R J7 2 FLPH A HHE Wl AR e BRI TR
Ahmad 2018 ENBE SEWH 508 ARET PCR Bsml Fokl LS.FN >0.05 10 A
Meng 2018 hE EW 336 AR PCR Apal LS >0.05 9 A
Singh 2013 EIE W 450  ABEAR PCR Apal Bsml \Fokl \Taql LS .FN >0.05 9 A
Mitra 2006 ENRE BN 246 ARET PCR Apal .Bsml .FokI . Taql LS.FN >0.05 9 A
Xu 2005 E EW 260 AR PCR Apal LS 0.90 8 A
Kurabayashi 2004 HZA Wi 85  A#fr  PCR-RFLP Apal \Fokl Taql LS >0.05 8 A
Morita 2004 HA Wyl 603  AREH  PCR-RFLP Apal FokI , Taql LS.FN >0.05 9 A
Taguchi 2003 HA Wl 149 [ERiitis PCR Bsml LS FN 0.82 10 A
Zhang 2003 FiE W 261 AFBfrp PCR-RFLP Apal LS 0.60 10 A
Zhang 2002 E W 127 ABfrft PCR-RFLP Fokl LS FN 0.79 9 A
Chen 2002 hE T 163 EREEkE PCR Fokl LS FN >0.05 9 A
Tki 2002 HA By 119 AR PCR Apal Tagl LS >0.05 9 A
Chen 2001 E EW 171 Epiitie PCR Bsml LS FN >0.05 9 A
Kim 2001 whE T 229 AJH PCR Fokl LS FN 0.80 10 A
Choi 2000 WEE W 174 EpEitig PCR Fokl LS FN >0.05 10 A
T LS : MM FN ;B 2015 PCR : 35 W 20 ST 5 PCR-RFLP : BRIV Fr Bed B 22 A M 55 4 B T
FR2 YLD RN S Apal Bsmil  Fokl Taql 3 [H 22 7505 TEAE B 25 5 A e 2 200 b R
ERESHE REEE  GUOKE SRAR P MOE WMD 95% cI P
aa vs. Aa 8 1 054/964 38 0.13 F 0.00 -0.00 ~0.00 0.86
Apal aa vs. AA 8 1 054/375 78 <0.01 R 0.04 0.00 ~0.07 0.04
Aavs. AA 8 964,375 59 0.02 R 0.02 -0.01 ~0.04 0.15
BB vs. Bb 5 347/662 34 0.19 F 0.01 -0.01 ~0.03 0.31
Bsml BB vs. bb 5 347/515 94 <0.01 R -0.00 -0.09 ~0.08 0.98
Bb vs. bb 5 662/515 99 <0.01 R -0.01 -0.10 ~0.09 0.87
ff vs. Ff 9 332/1 013 98 <0.01 R -0.03 -0.08 ~0.02 0.26
Fokl ff vs. FF 9 332/1 101 94 <0.01 R -0.04 -0.07 ~ -0.01 <0.01
Ff vs. FF 9 1 013/1101 98 <0.01 R -0.01 -0.04 ~0.01 0.30
ttos. Tt 5 151/467 66 0.03 R -0.01 -0.05~0.04 0.74
Fokl ttos. TT 5 151/920 86 <0.01 R 0.01 -0.07 ~0.08 0.88
Ttos. TT 5 467/920 23 0.27 F 0.01 0.01 ~0.01 <0.01
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