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[ Abstract] Gestational diabetes mellitus has short-term and long-term adverse effects on mothers and
their offspring. The intestinal flora of patients with gestational diabetes mellitus is different from that of nor-
mal pregnant women. Changes in the structure and function of the intestinal flora affect its occurrence and
development. In recent years, foreign studies have found that probiotics can affect glucose and lipid metabo-
lism in patients with gestational diabetes mellitus to varying degrees, but the specific mechanism has not
been fully elucidated. The activation of short-chain fatty acids, peroxisome proliferators-activated receptors
and the natural killer T cells of the liver may act as a bridge between probiotics and these indicators. Rea-
sonable and appropriate supplementation of probiotics is expected to become a new target for blood glucose
management in gestational diabetes mellitus.
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