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[ Abstract] Objective To investigate the role of miRNA-192 in the regulation of Wilms’ tumor 1
protein (WT1) induced epithelial-mesenchymal transition (EMT) in podocytes. Methods Human glomer-
ular podocytes were divided into four groups: blank control group, high glucose group, negative control
group, miRNA-192 inhibition group. Western blotting was used to detect the expression level of the surface
marker proteins nephrin, WTI1, transforming growth factor-Bl ( TGF-B1) and «-smooth muscle actin
(a-SMA) in podocytes of each group. The expression of miRNA-192 and WT1 mRNA in each group were
detected by qRT-PCR. The targeting relationship between miRNA-192, WT1, TGF-B1 and a-SMA gene was
verified by double luciferase target experiment. Results Compared with blank control group, the expression
level of nephrin in high glucose group and negative control group was significantly lower ( F =444.404,
P <0.05). The relative expression of miRNA-192 increased while that of WT1 protein and mRNA decreased
(F=184.216, 243.543, 107.898, all P<0.05). WTI was the target gene of miRNA-192 according to

the analysis of double luciferase reporter gene. Compared with blank control group, the expression levels of
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TGF-B1, «-SMA protein and mRNA in high glucose group and negative control group were increased
(FTGF-BI protein — 69.014, P<0.05; F_ gy protein — 87.644, P<0.05; FTGF-BI wrna = 147714 F s mina =

247.584, all P<0.05). Compared with negative control group, the expression level of nephrin in
miRNA-192 inhibition group was increased (¢ =16.519, P <0.05), the relative expression of miRNA-192

was decreased, and the relative expression of WT1 protein and mRNA were increased (f,;zxsq00 = 10. 533,
typy =17.088, 8. 186, all P <0.05). The expression levels of TGF-B1, a-SMA protein and mRNA protein were
decreased (frorpr proein =0- 114, P <0.055 ¢ yix progein =7- 941, P <0.05;5 trce i ins =8 239, Lo suia wrna = 8- 481,
P <0.05). Conclusion miRNA-192 can promote the development of diabetic nephrophy by targetting WTI.

Inhibition of miRNA-192 expression can reduce the EMT induced by high glucose in podocytes.
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