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[ Abstract)

tes, thus a new and highly sensitive biomarker will be of great value. Circular RNAs ( circRNAs) have mul-
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Current diagnostic methods show various insufficiencies for the early diagnosis of diabe-

tiple functions; acting as microRNA ( miRNA) sponges, involving the regulation of gene transcription and
binding with RNA-binding proteins. As the new regulatory molecules, circRNAs play an important role in di-
abetes and its complications, including diabetes retinopathy, diabetic nephropathy, dabetic cardiovascular

complication, as well as diabetic neuropathic pain, and serve as the novel potential biomarkers as well as
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molecular tools for therapies.
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