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[ Abstract)

cholesterol metabolism are associated with diseases such as type 2 diabetes, atherosclerosis and non-alcoholic

Cholesterol homeostasis is tightly regulated by a series of factors, and perturbations in

fatty liver disease. microRNAs (miRNAs) are identified to be potent post-transcriptional regulators of lipid
metabolism. miRNA-185-5p, miRNA-758-5p, miRNA-33a, miRNA-21, miRNA-122 and miRNA-370 have
been shown to play important roles in regulating cholesterol synthesis, and miRNA-33, miRNA-144 | miR-
NA-26, miRNA-758-3p, miRNA-106b, miRNA-10b, miRNA-302, miRNA-145, miRNA-27a/b and miR-

NA-613 have close relationships with cholesterol transport. microRNAs cooperate to regulate cholesterol ho-

meostasis by regulating the expression of critical proteins in cholesterol metabolism.
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