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[ Abstract] Studies have found that gut microbiota played an indispensable role in the pathogenesis of
obesity. And as important metabolites of gut microbiota: short chain faity acids, lipopolysaccharides, meth-
ane, trimethylamine etc, can increase the acquisition of energy material, cause chronic inflammation of the
body, slow the intestinal peristalsis to promote the absorption efficiency, result in the accumulation of choles-

terol in the cells, thereby induce obesity, insulin resistance, and promote the accumulation of atherosclerotic

- LRIk -

plaques formation.
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