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[ Abstract )

NA specifically and regulate gene expression through post-transcriptional modification. Several miRNAs are

miRNAs are a class of endogenous small non-coding RNAs, which can combine with mR-

differentially expressed between obese and non-obese people. miRNAs are associated with many processes in
obesity, such as adipocyte differentiation and lipid metabolism. miRNAs can regulate inflammatory re-

sponse, increase or inhibit adipose differentiation. They can be used as biomarkers of obesity and related

complications, and may provide new strategies of diagnosis and treatment in obestity related diseases.
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