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[ Abstract] Recent researches have proved that microRNA in adipose tissue and peripheral blood
participates in the progress of adipocyte differentiation, insulin resistance, lipid metabolism and so on, which
are closely associated with obesity. The molecular mechanisms of microRNA on obesity have been discovered
step by step. For example, transcription factors and signaling molecules related to the multiplication and
differentiation of adipocytes are regulated and controlled by enhancing or restraining of relevant gene

expression. The investigation of the mechanisms provides a new approach for precaution and treatment of
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obesity and obesity-related metabolic diseases.
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