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[Abstract] MicroRNA are a kind of non-coding small RNAs with a lergth of about 21-23 nucleotides.
They negatively regulate gene expression at post-transeriptional level by promoting degradation and/or inhibiting
translation of target mMRNA via binding to the 3'UTRs of target mnRNA. Recently, many studies have shown that
microRNA play an important role in insulin resistance by regulating many significant proteins in insulin
signaling pathway of peripheral tissues. Closely related to insulin resistance, microRNA may be a new

therapeutic target of insulin resistance and associated metabolic diseases.
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