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[ Abstract] Gestational diabetes mellitus (GDM) is characterized by decreased glucose tolerance and
insulin resistance, which may result in high incidence of pregnancy-related adverse events. MicroRNA is a
class of small endogenous noncoding RNA demonstrated to modulate gene expression. Differentially ex-
pressed placental microRNAs in GDM may be related to cell proliferation, migration, trophoblast angiogene-
sis and inflammation. Some placental microRNAs are released into maternal circulation via exosomes, and
differentially expressed circulating microRNAs may affect the related gene expression involved ininsulin se-
inflammatory response, fetal neuronal differentiation and cell proliferation,

There-

fore, the detection of differentially expressed microRNAs in patients with GDM may reveal potential biomark-

cretion and transport pathways,

which may participate in the occurrence and progress of GDM and its adverse pregnancy outcomes.

ers for early prediction of GDM.
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